Additional file 2: Mitogenomic organization of Cerapanorpa nanwutaina TTH, Dicerapanorpa magna TTH, Neopanorpa lui, and Sinopanorpa tincta.

	Gene
	Position
	Size
	IGN (bp)
	Codon
	Direction

	
	From
	To
	
	
	Start
	Stop
	

	trnI
	1/1/1/1
	69/68/66/69
	69/68/66/69
	
	
	
	J/J

	trnQ
	67/66/64/67
	135/134/131/135
	69/69/68/69
	−3/−3/−3/−3
	
	
	N/N

	trnM
	146/142/132/143
	216/211/200/212
	71/70/69/70
	10/7/0/7
	
	
	J/J

	nad2
	217/212/201/213
	1242/1237/1226/1238
	1026/1026/1026/1026
	0/0/0/0
	ATG/ATG/ATG/ATG
	TAA/TAA/TAA/TAA
	J/J

	trnW
	1244/1239/1225/1240
	1310/1304/1291/1307
	67/66/67/68
	1/1/−2/1
	
	
	J/J

	trnC
	1303/1297/1284/1300
	1367/1358/1345/1363
	65/62/65/64
	−8/−8/−8/−8
	
	
	N/N

	trnY
	1374/1364/1348/1369
	1438/1429/1412/1433
	65/66/65/65
	6/5/2/5
	
	
	N/N

	cox1
	1441/1431/1413/1436
	2974/2964/2949/2969
	1534/1534/1537/1534
	2/1/0/2
	TTG/TTG/ATT/TTG
	T/T/T/T
	J/J


	trnL2
	2975/2965/2950/2970
	3040/3029/3014/3038
	66/65/65/69
	0/0/2/0
	
	
	J/J

	cox2
	3046/3035/3019/3044
	3733/3722/3706/3731
	688/688/688/688
	5/5/4/5
	ATG/ATG/ATG/ATG
	T/T/T/T
	J/J

	trnK
	3734/3723/3707/3732
	3804/3793/3777/3802
	71/71/71/71
	0/0/0/0
	
	
	J/J

	trnD
	3804/3793/3779/3802
	3870/3859/3844/3868
	67/67/66/67
	−1/−1/1/−1
	
	
	J/J

	atp8
	3871/3860/3845/3869
	4032/4021/4006/4030
	162/162/162/162
	0/0/0/0
	ATT/ATT/ATT/ATT
	TAA/TAA/TAA/TAA
	J/J

	atp6
	4026/4015/4000/4024
	4703/4692/4677/4701
	678/678/678/678
	−7/−7/−7/−7
	ATG/ATG/ATG/ATG
	TAA/TAA/TAA/TAA
	J/J

	cox3
	4703/4692/4677/4701
	5489/5478/5463/5487
	787/787/787/787
	−1/−1/−1/−1
	ATG/ATG/ATG/ATG
	T/T/T/T
	J/J

	trnG
	5490/5479/5464/5488
	5554/5554/5529/5553
	65/66/66/66
	0/0/0/0
	
	
	J/J

	nad3
	5555/5545/5530/5554
	5908/5898/5883/5907
	354/354/354/354
	0/0/0/0
	ATC/ATT/ATT/ATT
	TAA/TAA/TAA/TAA
	J/J

	trnA
	5910/5900/5885/5909
	5975/5965/5948/5973
	66/66/64/65
	1/1/1/1
	
	
	J/J

	trnR
	5996/5986/5967/5992
	6060/6050/6029/6056
	65/65/63/65
	20/20/18/18
	
	
	J/J

	trnN
	6061/6051/6030/6057
	6127/6116/6094/6122
	67/66/65/66
	0/0/0/0
	
	
	J/J

	trnS1
	6128/6117/6095/6123
	6194/6183/6161/6189
	67/67/67/67
	0/0/0/0
	
	
	J/J

	trnE
	6195/6184/6167/6186
	6260/6249/6234/6256
	66/66/68/71
	0/0/5/−4
	
	
	J/J

	trnF
	6259/6248/6233/6255
	6322/6315/6299/6321
	64/68/67/67
	−2/−2/−2/−2
	
	
	N/N

	nad5
	6323/6316/6300/6322
	8051/8044/8028/8050
	1729/1729/1729/1729
	0/0/0/0
	ATA/ATA/ATA/ATA
	T/T/T/T
	N/N

	trnH
	8055/8048/8032/8054
	8118/8111/8097/8118
	64/64/66/65
	​3/3/3/3
	
	
	N/N

	nad4
	8119/8112/8098/8119
	9457/9450/9436/9457
	1339/1339/1339/1339
	0/0/0/0
	ATG/ATG/ATG/ATG
	T/T/T/T
	N/N

	nad4L
	9451/9444/9430/9451
	9741/9734/9720/9741
	291/291/291/291
	−7/−7/−7/−7
	ATG/ATG/ATG/ATG
	TAA/TAA/TAA/TAA
	N/N

	trnT
	9744/9737/9723/9744
	9809/9801/9787/9811
	66/65/65/68
	2/2/2/2
	
	
	J/J

	trnP
	9810/9802/9788/9812
	9875/9867/9853/9877
	66/66/66/66
	0/0/0/0
	
	
	N/N

	nad6
	9878/9870/9856/9880
	10405/10397/10383/10407
	528/528/528/528
	2/2/2/2
	ATT/ATT/ATT/ATT
	TAA/TAA/TAA/TAA
	J/J

	cytb
	10405/10397/10383/10407
	11541/11533/11519/11543
	1137/1137/1137/1137
	−1/−1/−1/−1
	ATG/ATG/ATG/ATG
	TAG/TAG/TAG/TAA
	J/J

	trnS2
	11540/11532/11518/11542
	11606/11597/11583/11608
	67/66/66/67
	−2/−2/−2/−2
	
	
	J/J

	nad1
	11623/11614/11601/11625
	12567/12558/12542/12575
	945/945/942/951
	16/16/17/16
	ATG/ATA/ATG/ATA
	TAA/TAA/TAA/TAA
	N/N

	trnL1
	12572/12563/12547/12580
	12636/12627/12610/12643
	65/65/64/64
	4/4/4/4
	
	
	N/N

	rrnL
	12637/12628/12611/12644
	13958/13946/13923/13966
	1322/1319/1313/1323
	0/0/0/0
	
	
	N/N

	trnV
	13959/13947/13924/13967
	14029/14017/13994/14037
	71/71/71/71
	0/0/0/0
	
	
	N/N

	rrnS
	14030/14018/13995/14038
	14820/14805/14783/14825
	791/788/789/788
	0/0/0/0
	
	
	N/N

	CR
	14821/14806/14784/14826
	18795/18053/16369/18165
	3975/3248/1586/3340
	
	
	
	


Notes. Data are given as Cerapanorpa nanwutaina TTH/Dicerapanorpa magna TTH/Neopanorpa lui/Sinopanorpa tincta. IGN, intergenic nucleotides; negative numbers indicate that adjacent genes overlap.
